**To the Editor:** *Leishmania siamensis*, a recently described species, was identified as the cause of autochthonous visceral leishmaniasis in 2 men in southern Thailand ([@R1],[@R2]). Cutaneous leishmaniasis has been reported in horses in Europe and South America. Lesions in horses are solitary or multiple nodules that are often ulcerated and most commonly occur on the head, pinnae, legs, and neck. Other clinical signs are usually absent. In South America, biochemical characterization has identified *L. braziliensis* in horses ([@R3]). Leishmaniasis has been reported in horses in Puerto Rico ([@R4]), and equine leishmaniasis has been described, but no reports have been published, in the United States. *L. infantum* has been reported in equine cutaneous leishmaniasis in Europe ([@R5]). A report from central Europe recently identified an organism with 98% nucleotide identity over the ITS (internal transcribed spacer) 1 region to *L. siamensis* as the cause of cutaneous leishmaniasis in 4 horses ([@R6]). *L*. *siamensis* was also identified in a case of cutaneous bovine leishmaniasis in Switzerland ([@R7]).

In August 2011, a 10-year-old, 505-kg Morgan horse mare in Florida, USA, with no history of travel outside the eastern United States was evaluated at the University of Florida for an ulcerated mass in the left pinna. When, 6 months earlier, the owner had noticed the mass, it was ≈1 cm in diameter, firm, raised, and covered with hair. Three months later, the ear was unchanged, and the mare was successfully impregnated. Over the subsequent 2 months, the mass began to grow and ulcerate. At that time, veterinary consultation was obtained and a biopsy performed. Histologic study showed that the dermis was hyperplastic and diffusely infiltrated with neutrophils, macrophages, and lymphocytes ([Technical Appendix Figure 1](#SD1){ref-type="local-data"}). Numerous intracytoplasmic protozoal organisms with a small nucleoid and smaller kinetoplast most consistent with *Leishmania* sp. were observed in macrophages. No treatment was pursued. After 45 days, the mare was seen at the University of Florida because of progression of the lesions. The mass on the internal aspect of the pinna was 6 cm × 3 cm and ulcerated, and 3 new firm 1 cm--diameter nodules were observed on the outer pinna of the same ear. Multiple soft, less-defined, 1 cm to 3 cm--diameter nodules were observed along both sides of the neck, shoulders, and withers. No other abnormalities were observed on physical examination or thoracic and abdominal ultrasound, and lymph nodes were not enlarged. Ultrasound confirmed a ≈90 day viable pregnancy. Complete blood count and plasma chemistry were within normal limits.

Tissue aspirates were taken of the multiple ear lesions and of the nodules along the neck and shoulder. From the ulcerated lesion, marked mixed, predominantly neutrophilic inflammation was seen, and rare neutrophils and macrophages contained intracellular protozoal organisms consistent with *Leishmania* sp. amastigotes ([Technical Appendix Figure 2](#SD1){ref-type="local-data"}). These organisms were 4--5 µm in diameter and round with pale basophilic cytoplasm. They had an eccentrically placed, basophilic, oval nucleus and a small, basophilic, rod-shaped kinetoplast oriented perpendicular to the long axis of the oval nucleus. No organisms were seen in any other aspirates.

Fresh tissue was submitted for PCR, which has been determined suitable for detecting Old World leishmaniasis in dogs ([@R8]). Results were negative. Given the clear clinical, cytologic, and histologic evidence for cutaneous leishmaniasis, additional consensus PCR was performed as described ([@R9]), targeting the ITS1 region. Direct sequencing was performed by using the BigDye Terminator Kit (Applied Biosystems, Foster City, CA, USA) and analyzed on ABI 3130 automated DNA sequencers (Applied Biosystems) at the University of Florida Interdisciplinary Center for Biotechnology Research Sequencing Facilities (Gainesville, FL, USA). The resultant sequence was 310 bp after primers were edited out. Sequence alignment yielded a genotype with 99% identity to the first *L. siamensis* isolate (GenBank accession no. EF200012) and 100% identity to 2 more recently submitted sequences from human visceral leishmaniasis isolates from Thailand (GenBank accession nos. JQ001751 and JQ001752) ([Technical Appendix](#SD1){ref-type="local-data"}). The sequence was submitted to GenBank (accession no. JQ617283).

The mare delivered a stillborn foal at 350 days' gestation. Histopathology did not reveal any infectious organisms in the fetal tissues; however, the chorioallantois showed moderate villous atrophy, which was presumed to be the cause of fetal death. One month after foaling, the mare's cutaneous lesions were 90% resolved.

Because the mare in this report was born in the United States and had never left the country, this case appears to be autochthonous. Mode of transmission is unknown. Phlebotomine sand flies found in Florida include *Lutzomyia shannoni*, *Lu. cubensis*, *Lu. vexator*, and *Lu. cruciata*. *Lutzomyia* sp. are competent vectors of *Leishmania* spp. in other areas of the world. However, the vector for reported cases of *L. siamensis* in other regions has not been identified. Although leishmaniasis is infrequently diagnosed in any species in Florida, models have shown that with climate change, the range of sand flies and accompanying leishmaniasis in North America is expected to expand substantially ([@R10]). This report raises many avenues for further investigation: the prevalence of leishmaniasis in horses in the United States, understanding of the life cycle and vectors, and the zoonotic potential of this *Leishmania* species.

###### Technical Appendix

Multiple alignment with Fast Fourier Transform of *Leishmania siamensis* ITS1 sequences; histologic section and fine needle aspirate of ulcerated mass from a horse with cutaneous leishmaniasis.
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